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OmicsTMU Overview Data Inventory My WorkSpace Related Websites

Data | v
1. TCGA data browser
2. TMU in-house data overview

Related Websites

1. Omics databases

2. TCGA applications

3. Omics data analysis tools

My WorkSpace

1. Users’ own data repository
2. Users’ result browser
3. Users' data visualization
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OmicsTMU Overview Data Inventory My WorkSpace telated Websites

Personal Research Overview Analysis Result Charty

Research Field Experiment Platform Data Category Dieseaes Species Biospecimen Type
B Metsbolomics(ME) @ MALDI-TOF-MS(MT) [ GeneExpression B o @ Human [ Biocd

@ Transcriptiomics(TR) [ SingleCellSeq(sC) [ SmallMocularScreening @ vrknown R Mouse B Tissue

Name TMU_Account Affilation Telephone_Number Fundation Research_Title Experiment_Design Field Platform Data_Category Species Disease sample_size Biospecimen_Type

Ametabolite

N . MALDI-TOF- .
MBMT0000 Demol  BIC BIC #31614 FEAL analysis from Comparisonof Aand B Metabolomics(MB) SmallMocularScreening  Mouse unknown 20 Tissue
MS(MT)

MALDI-TOF data

Asinglecell RNASeq N . N . .
TRSCO000 ~ Demo2  BIC BIC 431615 it 10X genomicstesging  Transcriptiomics(TR)  SingleCellSeq(SC)  GeneExpression Human none 1 Blood

analysis
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Search:
Name TMU_Account Affilation Telephone_Number Fundation Research_Title Experiment_Design Field Platform Data_Categon
A metabolite analysis from MALDI-TOF-
MBMTO0000 Demol BIC BIC #31614 B U Comparison of Aand B Metabolomics{MB) SmallMocularsc
MALDI-TOF data MS(MT)
#31615 Hih Asinglecell RNASeq analysis 10X genomics tesging Transcriptiomics(TR)  SingleCellSeq(SC)  GeneExpression

TRSCO000 Demo2 BIC BIC
Show |10 v |entries .
Previous 1 Next
[1] "The select project is : TRSC@00@" & Download selected project's data Browse selected project's result
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Analysis Result
browse data N

Nt

Tp&

FOmMicsTMURERE DT 4R - SREALRZIRER

1. ENEEFN SR

OmicsTMU Data Inventory

My WorkSpace Related Websites

Personal Research Qverview Analysis Result Charty

Choose a project to present the reuslt

TRSC0000

Choose a sub experiment or comparison

/

2. ENEEFNRASECE A B 3. ¥ Fbrowse datagl B &1

1_pbmc

Browse your data now |




@“‘c“ ”"l;:°
%

Analysis Result @

work flow & data information L

-- Single Cell RNA Sequencing Analysis --

Show SR data analysis workflow

\
1% Fshow&EA&single cell RNA seq 7 i 12

-- Data Information --
Number of Cells

total_cell_input  cell_filtered doublet_cell total_cell_analysed

pbmc 2700 171 40 2489

/

Data information#c £ QCH Ml B& A4 4 bey 1




Analysis Result @)

vinplot & elbowplot N
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Analysis Result
cluster & cell type annotation e

ELTLTED . FH I T delete doublet cells - Eh
doublet cells@IEEERED - —EHETES 7 miEMHE -
B EigEavAEmER - MEREFR T Ssinglet cell
Bl&EEA 2 A4 R

-- Clustering Analysis and Cell Type Annotation with Umap / tSNE --

Plot Type
O Totalof Cells @ Singlet Cells O Singlet and Doublet Cells

o] ZE##EUmapskt-SNEE

10 101
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Analysis Result
differential expression analysis (volcano plot) S

differential expression analysissT& —1{ElgenetE fFE cluster B LL R E At
clusteridF193xRIFEMIog2FoldChange & P-value

-- Volcano Plot of Differentially Expressed Gene --
Volcano plot with Clustering | with Cell Type Annotation

** only present significant gene
Select clusters

Select All of Clusters

300-
Gene Cluster Log2FC Pvalue
10049 0 429 4.19e-31
510048 0 28 1.53-30
200+ Cluster wz 0 357 53525
e0 A 3,
= N HLA-DRA 0 356 15370
2
E 3 NKGT 0 356 2.75e-29
E=] e 4
5 TYROEF 0 346 218253
®6
100- csT3 0 333 2.72e-38
GNLY 0 202 0.00000145
FCER1G 0 274 47653
HLA-DREL 0 267 139¢-69
Ny
o i

Showing 1 to 10 of 6,503 entries Previous 2 3 4 5 651 Next

25 00 2’5 5'0
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Analysis Result
differential expression analysis (volcano plot) =

o] PUEETERclusterfi &S
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300-

Select clusters

Select All of Clusters

Gene Cluster Log2FC Pvalue
RPS2TA 2 17 1.05e-175
RPSA 2 148 110e-143
200+ Cluster RPS3A 2 136 7.03e-136
.0
= °1
ﬁ‘ 2
®3 RPL21
g .
5 RPS27 2 124 9.096-160
L]
RPL23A 2 116 7.54e-153

Showing 1to 7 of 7 entries Previous Next
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Analysis Result
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differential expression analysis (dotplot) ™%
Mlog2FoldChange& ArY301{ElgeneE=dotplot
-- DotPlot of Top 30 Differentially Expression Genes --
Dotplot with Clustering Dotplot with Annotation
6 o L] ® ® @ ®
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